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Education

· Ph.D. Statistics, Summer 2012,
              Department of Statistics, University of Wyoming.
· Dissertation: Statistical analysis of gene duplication data.

· B.Sc.(Honors School) Mathematics, 2002,
              Panjab University, Chandigarh, India.

Experiences

· Postdoctoral Fellow, National Center for Biotechnology Information (NCBI), National Institutes of Health (NIH), Bethesda, MD: October 2012 - present 

· Research Assistant: Summer 2011-Summer 2012. Funded by National Science Foundation
              (NSF-DMS-1100615).

· Teaching Assistant: Fall 2005-Spring 2011 at University of Wyoming

· Internship: Summer 2007 at Western EcoSystems Technology, Inc. Laramie, Wyoming. Dur-
              ing the internship, I worked on a problem of estimating the stray ratio of hatchery fish. This
             work resulted in a publication (see Barber et al).


Research Interests

· My general research interests are Statistical modeling of genomic and proteomic data, Statistics in human genetics, Quantitative genetics, Epidemiology, Bayesian computation, and Measurement error modeling.


Publications

· Denoeud F, Henriet S, Mungpakdee S, Aury JM, Da Silva C, Brinkmann H, Mikhaleva J,
              Olsen LC, Jubin C, Caestro C, Bouquet J-M, Danks G, Poulain J, Campsteijn C, Adamski
              M, Cross I, Yadetie F, Mu_ato M, Louis A, Butcher S, Tsagkogeorga G, Konrad A., Singh S,
              Jensen MF, Eikeseth-Otter H, Noel B, Anthouard V, Porcel-Setterblad B, Kachouri-Lafond
              R, Nishino A, Ugolini M, Chourrout P, Nishida H, Aasland R, Huzurbazar S, Westhof E,
              Delsuc F, Lehrach H, Reinhardt R, Weissenbach R, Roy SW, Artiguenave F, Postlethwait
              J, Manak JR, Thompson EM, Jaillon O, Du Pasquier L, Boudinot P, LiberlesDA, Vol_ J-
             N, Philippe H, Lenhard B, Roest Crollius H, Wincker P, Chourrout D. (2010). “Plasticity
             of animal genome architecture unmasked by rapid evolution of pelagic tunicates”.  Science
             330:1381-1385 (published on ScienceXpress, Nov 18, 2010).

· Jarrett J. Barber, Kenneth G. Gerow, Patrick J. Connolly and Sarabdeep Singh (2011):
            Estimating the Hatchery Fraction of a Natural Population: A Bayesian Approach, North
            American Journal of Fisheries Management, 31:5,934-942

· Singh, Sarabdeep and Huzurbazar, S. (2011). Analysis of Gene Duplication Data. 26th International Workshop on Statistical Modelling, Conseca et al., Editors, p. 557-60.

· Huzurbazar S., Singh S. and Schlueter J. (2013). Statistical Issues Associated with Modelling of Synonymous Mutations. Statistical Application in Genetics and Molecular Biology. (In press) 


Program

· GSD (Generating Substitution Data): GSD is a software tool to generate substitution data using JAVA-GUI as a platform. The aim is to come up with a program which is easy to use and to integrate bioinformatics programs like BLAST, MUSCLE and PAML into one application.
· BASS (Bayesian Analyses of Synonymous Substitution): BASS software tool models the data on synonymous substitution. 

Teaching Experience

· Teaching Assistant: Department of Statistics at the University of Wyoming for the courses
               STAT-2050, STAT-2070 and STAT-4220. Responsible for teaching lab sections and grading.

· Assistant for the Science, Technology, Engineering and Mathematics (STEM) program, Sum-
               mer 2009. Responsible for presentations and discussions with K-12 teachers about theory and
               applications of statistics.

Presentations

· “Analysis of Gene Duplication Data”, Poster, 2011. Analysis of Object Data (AOD) Meets
                Evolutionary Biology. This workshop was held at Statistical and Applied Mathematical
                Sciences Institute (SAMSI), Research Triangle Park, North Carolina. Travel funds were
                awarded by SAMSI.

· “Statistical Modeling of Gene Duplication Data”, Talk, 2011. American Statistical As-
        sociation Colorado-Wyoming Chapter Meeting, National Center for Atmospheric Research
               (NCAR), Boulder, Colorado.

· “Analysis of Gene Duplication Events”, Talk, 2010. The Western North American Region of
               The International Biometric Society (WNAR) Meeting. University of Washington, Seattle.
               Travel funded by Paul Stock Grant-In-Aid Award and Graduate Student Travel Funding
               Award, University of Wyoming.

·  “Estimating the Stray Ratio of Hatchery Fish”, Talk, 2008. University of Wyoming Depart-
                ment of Statistics seminar. University of Wyoming, Laramie.



Computer Skills

· Programming Skills: R, Matlab, JAVA, PERL, C/C++ and SAS.

· Operating Systems: Linux, Unix and Windows.
